QUALITY BREAKOUT Samples I Samples I Samples I Samples I Samples I Samples I Samples I Samples I samples | samples
Foreign ] Totals (%) (%)
™™ Total HT Dam - . SBOC Protein .
Sample Number | Grade # Class MT (% Material |Splits (% ODOR Oil (%
P tosivu) | MO Loam e [ o | Mo [P COf ey %) OO Fine | coarse [S22an [ oirt | poas | P [comiog | Weed | Other T Grand
(%) Pieces Parts Seeds | Material | Total
GA 6001 4.00 YSB 55.40 12.50 0.80 0.00 5.00 5.60 0.00 0.00 35.90 19.70 4.9 0.1 0.3 0.0 0.4 0.4 0.2 1.7 2.0 5.0
GA 6002 2.00 YSB 56.90 10.70 0.00 0.00 1.20 4.20 0.00 0.00 33.90 20.60 1.2 0.0 0.4 0.0 0.1 0.1 0.0 0.6 0.0 1.2
GA 6003 1.00 YSB 55.40 11.30 0.00 0.00 0.50 9.20 0.00 0.00 35.40 19.80 0.5 0.0 0.0 0.0 0.0 0.5 0.0 0.0 0.0 0.5
GA 6004 1.00 YSB 55.60 12.60 0.00 0.00 0.10 7.30 0.00 0.00 35.40 20.20 0.1 0.0 0.1 0.0 0.0 0.0 0.0 0.0 0.0 0.1
GA 8001 2.00 YSB 53.60 12.90 0.00 0.00 1.10 10.10 0.00 0.00 34.60 20.30 0.5 0.6 0.1 0.0 0.4 0.6 0.0 0.0 0.0 1.1
GA 8002 1.00 YSB 54.60 12.60 0.00 0.00 0.90 9.60 0.00 0.00 32.10 18.90 0.7 0.2 0.1 0.0 0.2 0.6 0.0 0.0 0.0 0.9
QUALITY BREAKOUT Grand Total
Damage Foreign ) Totals (% (%)
T™W - . SBOC Protein .
MT (% Material |Splits (% ODOR Oil (%
(Ibs/bu) 6 Total (%) | HT (%) o pits (%) (%) (%) 6 Fine Coarse | So¥Pean| iy Pods Plant | oorog | Weed Other Grand
(%) Pieces Parts Seeds | Material | Total
Average 55.25 12.10 0.13 0.00 1.47 7.67 0.00 0.00 34.55 19.92 1.32 0.15 0.17 0.00 0.18 0.37 0.03 0.38 0.33 1.47
Minimum 53.60 10.70 0.00 0.00 0.10 4.20 0.00 0.00 32.10 18.90 0.10 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.10
Maximum 56.90 12.90 0.80 0.00 5.00 10.10 0.00 0.00 35.90 20.60 4.90 0.60 0.40 0.00 0.40 0.60 0.20 1.70 2.00 5.00
Standard
Deviation 1.10 0.88 0.33 0.00 1.78 2.38 0.00 0.00 1.39 0.60 1.79 0.23 0.15 0.00 0.18 0.26 0.08 0.69 0.82 1.78
SOYBEAN GRADE LIMITS DISTRIBUTION
Heat Damage
Grade Damage (%)g FM (%) [ Splits (%) |SBOC (%)] Samples %
(%)
#1 0.2 2.0 1.0 10.0 1.0 3 50.0%
#2 0.5 3.0 2.0 20.0 2.0 2 33.3%
#3 1.0 5.0 3.0 30.0 5.0 0 0.0%
#4 3.0 8.0 5.0 40.0 10.0 1 16.7%
SG Doesn't meet definition for U.S. #1 to U.S. #4 0 0.0%
NG Sample insufficient to determine one or more factors 0 0.0%




